*To whom correspondence should be addressed: Shinya Kodani, Academic Institute, Shizuoka University, 836 Ohya, Suruga-ku, Shizuoka 422-8529 Japan, Tel/Fax; +81(54)238-5008, E-mail; kodani.shinya@shizuoka.ac.jp Table S1 . Gene organization of streptopeptolin-biosynthetic gene cluster C dimension, respectively, at a natural isotope abundance. All NMR spectra were processed using TopSpin 3.5 (Bruker). Before Fourier transformation, the shifted sinebell window function was applied to t1 and t2 dimensions. All 1 H and 13 C dimensions were referenced to MeCN-d3 at 25 °C. 
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